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Enterococcus species, principally Enterococcus faecium are used as probiotics since a 
long time with preference in animal applications but safety considerations were updated 
and also new uses as probiotics can be envisaged. Fifteen Enterococcus strains 
isolated from different foods were identified and analyzed for virulence factors and 
antibiotic resistance. Three Enterococcus durans strains were selected to study their 
immunomodulatory properties on PBMC and Caco2 cells. Two strains presented a pro-
file toward a mild inflammatory Th1 response considering TNF-α/IL-10 and IL-1β/IL-10 
cytokines ratios. The third strain EP1, presented an anti-inflammatory potential and was 
selected for in vivo studies. In mice, the strain was well tolerated and did not cause any 
adverse effects. EP1 administration increased the amount of IgA+ cells in mesenteric 
lymph node (MLN) after 7  days of administration. In fecal samples, the IgA content 
increased gradually and significantly from day 7 to day 21 in treated group. Additionally, 
IL-17, IL-6, IL-1β, IFN-γ, and CXCL1 gene expression significantly decreased on day 
21 in Peyer’s patches and IL-17 decreased in MLN. Mice treated with the probiotic 
showed significant lower mRNA levels of pro-inflammatory cytokines and mucins in the 
ileum at day 7 while their expression was normalized at day 21. Colonic expression 
of il-1β, il6, and mucins remain diminished at day 21. Ileum and colon explants from 
treated mice stimulated in  vitro with LPS showed a significant reduction in IL-6 and 
an increase in IL-10 secretion suggesting an in vivo protective effect of the probiotic 
treatment against a proinflammatory stimulus. Interestingly, analysis of feces microbiota 
demonstrated that EP1 administration increase the amount of Faecalibacterium praus-
nitzii, a butyrate-producing bacteria, which is known for its anti-inflammatory effects. 
In conclusion, we demonstrated that EP1 strain is a strong sIgA inducer and possess 
Abbreviations: CXCL-1, chemokine (C-X-C motif) ligand 1; GM-CSF, granulocyte macrophage colony-stimulating factor; 
IFN, interferon; IL, interleukin; MLN, mesenteric lymph nodes; PBMC, peripheral blood mononuclear cell; PP, Peyer’s patches; 
TNF, tumor necrosis factor.
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inTrODUcTiOn
Enterococci are an ancient genus of lactic acid bacteria (LAB) 
that are highly adapted to living in complex environments and 
surviving adverse conditions. They are ubiquitous, inhabiting the 
gastrointestinal tracts of a wide variety of animals, from insects 
to man. This widespread pattern of colonization suggests that 
enterococci have been members of the gut microbiome of ancient 
common ancestors (1). Enterococcal strains can be found in a 
variety of fermented foods contributing to the ripening and aroma 
development of certain cheeses or fermented sausages, as well as 
probiotics to improve human or animal health (2, 3). However, 
the genus Enterococcus is a controversial group of LAB consider-
ing that some strains may be associated with human infections 
(4–6). Virulence and pathogenicity factors such as adhesins, 
invasins, pili, and hemolysin have been described principally 
on Enterococcus faecalis and Enterococcus faecium, but other 
enterococcal species occasionally can cause human infections (7). 
Trivedi et al. (8) showed the presence of virulence genes in other 
enterococcal species isolates from foods. Antibiotic-resistant 
enterococci are widespread in food including dairy and meat 
products and can be a potential reservoir of antibiotic resistance 
gene exchanges between enterococci and other species of bacteria 
(2, 9). Therefore, susceptibility to clinically relevant antibiotics of 
Enterococcus strains isolated from food stuffs is very important 
for consumer health.
Enterococcus faecium is one common species used as probi-
otic in animal feed (10) and concerning its safety, the European 
Food Safety Authority (EFSA) edited a new guidance document 
(11) to differentiate between safe and potentially harmful clini-
cal strains, based in their susceptibility to ampicillin and the 
absence of three genetic markers associated with virulence (esp, 
hylEfm, IS16). In animals, enterococcal probiotics are mainly 
used to treat or prevent diarrhea, for immune stimulation or to 
improve growth. For example, E. faecium reduced the portion 
of piglets suffering diarrhea and improved their performances 
(12) or reduced the intestinal colonization by enteropathogenic 
bacteria (13). E. faecium SF68® (NCIMB 10415) approved 
for use as feed additive for different animal productions (14) 
reduced the pathogenic bacterial load in animals declining the 
virulence gene expression of the resident Escherichia coli and 
conferred an anti-inflammatory response (15). Further, SF68 
strain has been reported to possess immune stimulatory effect 
on dogs (16).
Most of human probiotics consist of Lactobacillus spp. and 
Bifidobacterium spp., whereas less information exists about the 
effectiveness of enterococcal strains as probiotics. In humans, 
Enterococcus strains have been used for treatment of diseases 
such as diarrhea or antibiotic associated diarrhea, inflam-
matory pathologies that affects colon such as irritable bowel 
syndrome (IBS), or immune regulation (17). E. faecium SF68 
is specially used for the treatment of diarrhea in children (18) 
and to prevent diarrhea caused by antibiotic treatments, as 
demonstrated for example in a multicenter, placebo-controlled 
double-blinded clinical study (19). Moreover, enterococcal 
strains have been used for health improvement such as lower-
ing cholesterol levels (20, 21).
Now, probiotics can be considered as a therapeutic option 
for treatment of allergy and even for inducing or maintaining 
clinical remission of IBS. E. faecalis Symbioflor 1, an immu-
nomodulatoty strain, has been used to combat recurrent, 
chronic sinusitis or bronchitis and to help to asthma treatment 
in school children (22, 23). E. faecium Paraghurt® has dem-
onstrate its efficacy in lowering the symptoms associated with 
IBS in a clinical study (24) as well as E. faecium PR88 (25) and 
the multi-strains probiotic ProSymbioflor® (E. faecalis and E. 
coli) (26). The probiotic Medilac DS® (E. faecium and Bacillus 
subtilis) has shown to decrease the severity and frequency of 
abdominal pain (27).
Immunomodulatory properties are very important in the 
mode of action of probiotics. Numerous studies analyze the 
immunomodulatory power of different species of Lactobacillus 
and Bifidobacteria in vitro or eventually in vivo. Even though not 
many researchers have studied the immunomodulatory proper-
ties of Enterococcus strains, nowadays the interest in this species 
is increasing. Tarasova et  al. (28) described that E. faecium L5 
was able to restore the microbiota and increase the expression of 
IL-10 and decrease the IL-8 expression in a rat model of dysbiosis. 
Further, studies with E. faecalis CECT 7121 or E. faecium JWS 
833 demonstrated their ability to enhance cytokine production 
on dendritic cells (29, 30).
Avram-Hananel et  al. (31) demonstrated in  vitro and also 
in vivo using a murine model of colitis that Enterococcus durans 
M4-5, a high-butyrate-producing strain induces significant 
anti-inflammatory effects, mediated by regulation of pro- and 
anti-inflammatory immune factors inhibiting the development 
of dextran sodium sulfate (DSS) induced colitis. Similarly, the 
use of E. durans TN-3 alleviates DSS colitis through the induc-
tion of Treg cells and the restoration of the diversity of the gut 
microbiota (32).
In order to select new potentially interesting probiotics, we 
identified several strains of Enterococcus spp. isolated from dif-
ferent sources in order to assess relevant functional and safety 
aspects including presence of virulence genes and susceptibility 
to antibiotics. From 15 isolates, we choose 3 E. durans strains 
to test their anti-inflammatory potential ex vivo. Finally, one E. 
mucosal anti-inflammatory properties. This strain also modulates gut microbiota increas-
ing Faecalibacterium prausnitzii, a functionally important bacterium. Thus, E. durans 
EP1 is not only a good candidate to increases F. prausnitzii in some cases of dysbiosis 
but can also be interesting in gut inflammatory disorders therapy.
Keywords: Enterococcus durans, probiotic, iga, Faecalibacterium prausnitzii, anti-inflammatory
Table 1 | Enterococcus strains used in the study, origin, and presence of virulence genes.
strain Origin species acm gele cyla Vana Vanb Vanc2 agg ccf espfm is16 hylefm
4812 CHU Bordeauxa E. faecium − + + + − − − − + nd nd
5088 CHU Bordeauxa E. faecium − + − − − − − − + nd nd
3091 CHU Bordeauxa E. faecium − − − − − + − − − nd nd
3092 CHU Bordeauxa E. faecium + − − − − − − − − nd nd
6569 ATCC E. faecium + − − − − − − − − − −
29212 ATCC E. faecalis − + + − − − − + − − −
51299 ATCC E. faecalis − + − − + − + + − − −
25390 DSMZ E. faecium nd nd nd nd nd nd nd nd nd + +
5348 CIP E. hirae − − − − − − − − − nd nd
EP1 Cow milkb E. durans − − − − − − − − − − −
EP2 Cow milkb E. durans − − − − − − − − − − −
EP3 Cow milkb E. durans − − − − − − − − − − −
109 Chicken intestine E. faecium + − − − − − − − − − −
433 Chicken intestine E. faecium + − − − − − − − − − −
440 Chicken intestine E. faecium + − − − − − − − − − −
537 Chicken intestine E. faecium + − − − − − − − − − −
545 Chicken intestine E. faecium + − − − − − − − − − −
555 Chicken intestine E. hirae − − − − − − − − − − −
68 Probioticc E. faecium + − − − − − − − − − −
638 Chicken intestine E. faecium + − − − − − − − − − −
1439 Goat cheese E. faecium + − − − − − − − − − −
1440 Sheep milkd E. faecium + − − − − − − − − − −
1442 Sheep milkd E. faecium + − − − − − − − − − −
1443 Sheep milkd E. durans − − − − − − − − − − −
aCentre Hospitalo-Universitaire de Bordeaux, France.
bCow milk origin Argentina.
cSpring Valley (USA).
dSheep milk origin Spain.
CIP, Collection of Institut Pasteur.
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durans strain was selected to performed studies in healthy mice 
in order to analyze mucosal immunomodulatory capacities and 
its ability to modulate intestinal microbiota.
MaTerials anD MeThODs
bacterial strains and growth conditions
Enterococcus strains isolated from different sources were used in 
this work as well as several collection strains, all of them all listed 
in Table 1. These bacteria were grown using M17 broth (DIFCO, 
Detroit, MI, USA) in agitation at 37°C for 24 h.
Other strains used in this work were S. aureus ATCC 6538, 
Shigella flexneri ATCC 9199, Pseudomonas aeruginosa ATCC 
15442, a clinical isolate Salmonella enterica serovar Enteritidis 
CIDCA 101 (Hospital de Pediatría Prof. Juan P. Garrahan, Buenos 
Aires, Argentina), enterohaemorragic Escherichia coli EDL 933, 
Bacillus cereus ATCC 10876, and Listeria monocytogenes ATCC 
7644. All strains were grown in brain heart infusion broth 
(BIOKAR) in aerobic conditions at 37°C for 16 h.
Molecular identification
Genomic DNA from Enterococcus strains was extracted using the 
Genomic DNA Purification Kit (Fermentas, France) according to 
manufacturer’s specifications.
Species identification were confirmed by 16S rDNA gene 
sequencing and species-specific primers based on the superoxide 
dismutase (sodA) gene (33, 34).
In Vitro safety evaluation
Detection of Virulence Genes
All isolates were tested for the presence of the three genetic ele-
ments considered relevant for EFSA (11): enterococcal surface 
protein (esp), IS16, and hylEfm. Other virulence genes included in 
this study were sex pheromones (ccf), gelatinase (gelE), cytolysin 
(cylA), aggregation substance (agg) (35), cell-wall anchored col-
lagen adhesin (acm) (36), and van A, van B, van C2 (37). Positive 
controls were used in all PCR reactions (Table 1).
Antibiotic Susceptibility and Hemolytic Activity
Susceptibility to antibiotics was evaluated as described previ-
ously (34). Briefly, the disk diffusion method (38) was used for 
ciprofloxacin, gentamicin, sulfamethoxazole  +  trimethoprim, 
linezolid, and vancomycin. In the case of ampicillin, the minimum 
inhibitory concentration was determined by broth microdilution 
according to ISO 20776-1 (39).
Hemolysis was tested by growth of the strains on Columbia 
agar (bioMérieux, France) supplemented with 5% human blood 
(group O) and incubated for 48 h at 37°C under aerobic condi-
tions (34).
growth inhibition of bacterial Pathogens
An agar spot test was performed to assess antimicrobial proper-
ties as described previously (34). Inhibition was considered 
negative if the width of the clear zone around the colonies 
was less than 2 mm, a low inhibition capacity was considered 
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if the width of the clear zone ranged between 2 and 5  mm, 
and a high inhibition capacity was considered if the width 
was 6  mm or larger. Three independent experiments were 
performed.
resistance to gastrointestinal Tract 
conditions and adhesion to Mucin and 
caco-2 cells
Resistance to simulated gastric and intestinal compartments was 
assessed as previously described (34). Briefly, bacterial suspen-
sions were incubated sequentially in solutions simulating the 
gastric and intestinal compartments. Initially, bacteria suspen-
sions were incubated at 37°C with stirring at 200 rpm for 90 min 
in simulated gastric fluid (in w/v: 0.73% NaCl, 0.05% KCl, 0.4% 
NaHCO3, and 0.3% pepsin) at pH 2.5. Afterward bacteria were 
resuspended in simulated intestinal fluid (comprising 0.1%, 
w/v, pancreatin and 0.15%, w/v, bovine bile salts) at pH 8.0 and 
incubated at 37°C with stirring at 200 rpm for 3 h. Cell viability 
was assessed by plate counting. Independent experiments were 
performed at least three times.
Bacterial binding assays were performed using bacteria 
before and after performing the gastrointestinal tract simula-
tion experiment. Bacterial binding assays to commercial type 
III porcine gastric mucin (Sigma-Aldrich) were performed as 
described previously (40) and adhesion to Caco-2 cells were 
performed following the protocol described by Minnaard et al. 
(41). Independent experiments were performed at least three 
times.
PbMc and caco-2 stimulation 
experiments
PBMC and Caco-2 Preparation and Stimulation
Peripheral blood samples were obtained from healthy blood 
donors (Regional Blood Transfusion Center, EFS Aquitaine, 
Bordeaux, France), and all subjects gave written informed con-
sent in accordance with the Declaration of Helsinki. PBMC were 
isolated on Ficoll hypaque gradients as described previously (42). 
Caco-2 cells were cultured as described previously (40).
For cells stimulation experiments, bacteria in stationary 
phase of growth were harvested by centrifugation and washed 
three times with PBS. Stimulation experiments were performed 
by coculturing 2 × 107 of bacteria per well (MOI = 10). Culture 
supernatants were collected after 24 h of culture, and triplicates 
were kept at −80°C until cytokine analysis. Cells were detached 
by mechanical scraping in order to check their viability using the 
protocol (MTT) described by Minnaard et al. (41) or preserved 
in RNAlater (QIAGEN, Hilden, Germany) for gene expression 
studies.
Quantification of Cytokine Levels in Cell Culture 
Supernatants
The cytokine profiles were analyzed after E. durans strains 
stimulation of PBMC using the human Th1/Th2 11plex 
FlowCytomix Kit (eBioscience). It was designed to measure 
human IFN-γ, IL-1β, IL-2, IL-4, IL-5, IL-6, IL-8, IL-10, 
IL-12 p70, TNF-α, and TNF-β. Analysis was performed in a 
flow cytometer BD Accuri C6 (BD Biosciences). TGF-β was 
measured using the eBioscience human/mouse TGF beta 1 
Ready-SET-Go!® ELISA Kit.
Quantification of Gene Expression in Caco-2 by 
qRT-PCR
Total RNA was isolated using the RNeasy Mini Kit (QIAGEN, 
Hilden, Germany) with an additional DNase treatment (Turbo 
DNA-free, Ambion, Inc.) according to the manufacturer’s instruc-
tions. One microgram of total RNA was reverse transcribed 
using the Maxima® Reverse Transcriptase (Fermentas, France) 
with anchored-oligo (dT) 18 primer. Quantitative real-time 
PCR analyses were performed using a CHROMO 4™ System 
(Bio-Rad). The reaction mixture comprised Maxima SYBR 
Green/ROX qPCR Master Mix (Fermentas, France). Target gene 
copy numbers were normalized against the housekeeping genes 
hypoxanthine phosphoribosyltransferase and β2 microglobulin 
(B2m). Genes evaluated: il1b, il6, and il8.
In Vivo experiments
Mice
Male Swiss albine mice, 5-week-old (Janvier, Le Genest-Saint-Isle, 
France) were quarantined 2 weeks after arrival and were housed 
under standard laboratory conditions with free access to food and 
water. The temperature was kept at 22°C, and a 12-h light/dark 
schedule was maintained. Mice were divided into two groups 
(n = 12/group) and received by gavage 108 CFU of E. durans EP1 
(EP group) or PBS (control group) daily for 7 and 21  days; at 
each time point six mice were sacrificed. This study was carried 
out in accordance with the recommendations of the European 
Economic Community (directive 2010/63/UE). The protocol was 
approved by the Animal Research Committee of the Agriculture 
Ministry and the Ethical Committee C2EA50.
Safety Evaluation
Mice were weighted every 2 days, behavior and signs of pain were 
analyzed daily.
At the end of the experimental protocol, ileum and colon sec-
tions were preserved for histological studies and liver and spleen 
were removed and blood samples were collected aseptically. 
Liver and spleen were homogenized in 0.1% sterile PBS (0.1 g of 
organ per mL), and ileum content was washed with sterile PBS, 
and serially diluted. The dilutions were plated on violet red bile 
glucose (VRBG) Agar (Biokard Diagnostic, Beauvais, France) 
for enterobacteria, De Man, Rogosa and Sharpe (MRS) agar for 
LAB, and Yeast extract glucose chloramphenicol (YGC) agar for 
yeasts. Plates were incubated under anaerobic conditions for 24 h 
at 37°C for VRBG and YGC, and for 48 h at 37°C for MRS, before 
examination (40).
Tissue and Stool Sampling
Stools were collected at days 7, 14, and 21 and stored at −80°C 
until analysis. At the end of the experimental protocol, days 
7 or 21, ileum and colon samples were collected and were 
preserved at −20°C in RNAlater. On day 21, Peyer’s patches 
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(PP) and mesenteric lymph nodes (MLN) were also removed 
and preserved at −20°C in RNAlater for expression analysis, 
and ileum and colon sections were collected in RPMI medium.
Reactivity of Ileum and Colon Explants to LPS
Ileum and colon explants were cultured in RPMI 1640 supple-
mented with 10% bovine fetal serum and antibiotics, in presence 
or absence of 10 µg/mL of LPS from E. coli as proinflammatory 
stimulus (all from Sigma Chemical Co., St. Louis, MO, USA) 
for 24  h at 37°C in an atmosphere of 95% air and 5% CO2 
as described previously (40, 42). Supernatants were collected, 
centrifuged, and frozen until cytokine (IL-6, IL-4, IL-10, IL-17A, 
IFN-γ, and GM-CSF) measurements (Ready-SET-Go!® ELISA 
Kit, eBioscience, France). All assays were performed according 
to the manufacturer’s instructions.
Quantification of Gene Expression in Mouse Ileum, 
Colon, MLN, and PP Samples by qRT-PCR
The same procedures described in the section “Quantification of 
Gene Expression in Caco-2 by qRT-PCR” were used. Cytokine 
and chemokine genes evaluated were il1b, il6, il10, il12p70, 
il17a, il23, ifng, tnfa, tgfb, cxcl1, baff, april, and gmcsf; the 
transcription factors studied were foxp3 and rorgt; epithelial 
barrier and IgA-related genes were zo-1, occludin, and pIgR; 
mucin genes muc1, muc2, muc3, muc4, muc6, and muc13. 
Primer sequences and PCR conditions are available upon 
request.
Determination of Total IgA in Stools
On days 7, 14, and 21 of the experimental protocol the level 
of total IgA in stools was measured by ELISA according to the 
technique described by BD Pharmigen. Briefly, Maxisorp Nunc 
plates were coated overnight with purified rat anti-mouse IgA 
(BD 556969), washed with PBS containing 0.05% v/v Tween 
20 (PBS-T), and blocked with FBS 10% v/v in PBS. Plates were 
incubated for 2 h at room temperature with purified mouse IgA 
kappa (BD 553476) or fecal samples. Plates were revealed using 
biotin rat anti-mouse IgA (BD 556978), streptavidin horseradish 
peroxidase (BD 554066), and trimethylbenzidine (TMB substrate 
reagent set BD OptEIA 555214). All determinations were per-
formed in triplicate.
Fecal Microbiota Evaluation
Qualitative Analysis by PCR-DGGE
The experiments were performed as described previously 
(42). Briefly, HDA1 and HDA2-GC primers were used to 
assess microbial diversity in each sample. PCR products were 
separated in 8% polyacrylamide gels with a range of 30–50% 
denaturing gradient (100% denaturant consisted of 7  M urea 
and 40% deionized formamide) cast with Bio-Rad’s Model 475 
gradient delivery system (BioRad, Hercules, CA, USA). The 
electrophoresis was performed in TAE 0.5× buffer for 5 h at a 
constant electric current of 125 mA and a temperature of 60°C 
with the DCode Mutation Detection System (Bio-Rad, Hercules, 
CA, USA). Clustering analysis was performed using the UPGMA 
(unweighted pair group method with arithmetic mean clustering 
algorithm) to calculate the dendrograms.
Microbiota Population Analysis in Feces by q-PCR
Microbiota population analysis in feces was performed on the day 
21 of the experience as described previously (42). Briefly, DNA was 
extracted using the NucleoSpin Soil Genomic DNA isolation kit 
(Macherey-Nagel), and the quantification of bacterial populations 
was carried out using primers synthesized by Biomers (France). 
The populations evaluated were: Firmicutes, Lactobacillus 
spp., Lactobacillus murinus, Lactobacillus acidophilus group, 
Clostridium leptum group, Clostridium perfringens, Clostridium 
coccoides group, Faecalibacterium prausnitzii, segmented filamen-
tous bacteria, Enterobacteriaceae, E. coli, Bacteroidetes, Bacteroides 
fragilis group, Prevotella group, Akkermansia muciniphila, 
and Bifidobacterium (42). PCR reactions were performed on a 
CHROMO 4™ System (Bio-Rad) using Maxima SYBR Green/
ROX qPCR Master Mix (Fermentas, France).
statistical analysis
Statistical comparisons for significant differences were performed 
according to the Student’s t-test. p Value <0.05 was considered as 
statistically significant.
resUlTs
strain identification and safety 
assessment
In this study, 15 bacteria were identified to species level by 16S 
rDNA gene sequencing (43) and species-specific primers based 
on superoxide dismutase (sodA) gene (33). Ten strains out of 15 
were identified as E. faecium, 4 as E. durans, and 1 as Enterococcus 
hirae.
Once identified, safety aspects were evaluated. None of the 
four E. durans strains were positive for any virulence or vanco-
mycin resistance genes and the same results were obtained for 
E. hirae (Table 1). In contrast, all 10 food and animal E. faecium 
isolates were positive for acm (Table 1). It is important to notice 
that neither E. faecium nor E. durans strains was α-hemolytic. 
Regarding antibiotic resistance, 90% of E. faecium strains and E. 
hirae were resistant to two or more antibiotics, while only 25% of 
E. durans strains showed this profile (data not shown).
Considering the described results, three E. durans strains 
were selected to perform in vitro studies on PBMC and Caco-2 
cell line.
E. durans strains stimulates PbMc and 
Modulates Proinflammatory Molecules on 
caco-2 cells
The three strains of E. durans (EP1, EP2, and EP3) chosen after 
in  vitro safety evaluation were cocultured with human PBMC 
and Caco-2 cells. Secreted cytokines and gene expression was 
assessed.
On PBMC, quantification of secreted cytokines in superna-
tant showed a similar pattern for the three strains under study 
(Table 2). All of them increased IL-1β, IL-6, IL-12p70, IFN-γ, and 
TNF-α as well as IL-10. However, EP1 induced the lowest TNF-α/
IL-10, IL-1β/IL-10, and IL-12/IL-10 ratios (Table 2), suggesting 
that EP1 is a better anti-inflammatory candidate (44).
FigUre 1 | Probiotic properties of eP1. (a) Resistance to simulated 
gastrointestinal conditions. (b) Percentage of adhesion to Caco-2 cell line 
and gastric mucin of EP1 cells and EP1 cells post-gastrointestinal tract 
simulation. Results are expressed as mean ± SD and are representative of at 
least three independent experiments (*p < 0.05).
Table 2 | cytokine production by PbMc and selected cytokine ratio after 48-h exposure to E. durans strains.
eP1 eP2 eP3 control PbMc
cytokine (pg/ml)
IL-1β 1,226 ± 13b 2,025 ± 25b 1,642 ± 180b 25 ± 12a
IL-6 3,762 ± 256b 3,362 ± 210b 3,785 ± 169b 66 ± 19a
IL-8 3,368 ± 425a 4,585 ± 769a 3,685 ± 225a 4,153 ± 211a
TNF-α 7,315 ± 3,861b 24,508 ± 3,354c 20,261 ± 5,499c 228 ± 43a
IFN-γ 118 ± 16b 66 ± 9b 109 ± 4b 8 ± 2a
IL12p70 871 ± 30b 1,011 ± 57b 1,183 ± 27b 403 ± 162a
IL-10 1,171 ± 41b 1,345 ± 36b 1,485 ± 351b 6 ± 2a
cytokine ratio
IL-1β/IL-10 1.05 1.50 1.11 4.17
IL-12/IL-10 0.74 0.75 0.80 67.17
TNF-α/IL-10 6.25 18.22 13.64 38.00
Means with the same letter for each parameter are not significantly different.
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Stimulation assays performed with confluent Caco-2 cells also 
revealed differences between strains. EP2 increased expression of 
IL-6 (p < 0.05) but did not affect IL-1β and IL-8 expression. On 
the other hand, EP1 decreased expression of IL-1β, IL-6, and IL-8 
(p < 0.05), while EP3 did not affect expression of any tested genes 
(data not shown).
Considering all the obtained results, the strain E. durans 
EP1 was selected to evaluate probiotic properties and its in vivo 
immunomodulatory effect in mice.
eP1 resists gastrointestinal conditions 
without Modifying its adhesion capacity 
and also inhibits growth of gram-Positive 
and -negative Pathogens
The ability of E. durans EP1 to survive to the simulated gastro-
intestinal conditions was assessed. Viability was not affected by 
gastric step. On the contrary, the critical step was the intestinal 
passage which lowered viability significantly around one loga-
rithmic unit.
On the other hand, E. durans EP1 presented a moderate adhe-
sion capacity (around 6–8%) to both porcine gastric mucin and 
Caco-2 cells, which was not affected by the passage through the 
gastrointestinal tract simulation (Figure 1).
Moreover, E. durans EP1 is able to inhibit the growth of patho-
gens in vitro. We observed that EP1 exerts a powerful inhibitory 
effect on S. aureus and L. monocytogenes and a moderated effect 
on E. coli, S. flexneri, S. enterica, and P. aeruginosa (Table 3). On 
the contrary, B. cereus and E. faecalis were slightly or not inhibited.
In Vivo studies
Enterococcus durans EP1 Shows No Deleterious 
Effect on Swiss Mice
There were no differences in food and water intake between 
mice that received 100  µL of a 109  CFU  mL−1 suspension of 
E. durans EP1 (EP1 group) and mice receiving 100 µL of PBS 
(control group) daily for 21 days (data not shown). Moreover, 
no differences in body weight were observed between groups 
(Figure 2A). EP1 group did not show any signs of pain, lethargy, 
dehydration, or diarrhea during treatment. In accordance with 
these observations, no signs of inflammation or damage were 
observed in any organ during necropsy, and no significant differ-
ences in colon’s length (45) between EP1 and control mice were 
observed (12.4 ± 0.5 vs 12.6 ± 0.8 cm; Figure 2B). Finally, the 
histological evaluation of ileum and colon sections of EP1 group 
did not show any signs of inflammation, such as edema, erosion/
ulceration, crypt loss, or infiltration of mono- and polymorpho-
nuclear cells (data not shown). On the other hand, no bacterial 
FigUre 3 | impact of eP1 administration on siga. (a) IgA quantification 
from fecal samples taken on day 7, 14, or 21 from control mice and 
EP1-treated mice (EP1). (b) Percentage of IgA+ cells in mesenteric lymph 
node and Peyer’s Patches after 7 days of EP1 administration. Results are 
expressed as mean ± SD. No significant differences (n.s.); *p < 0.01; 
**p < 0.001.
FigUre 2 | Enterococcus durans eP1 administration for 21 days had 
no deleterious effect on swiss mice. (a) Body weight gain of treated 
(EP1) and control mice. (b) Colon length at the end of the experimental 
protocol, results expressed as mean ± SD.
Table 3 | growth inhibition of bacterial pathogens by eP1.
gram-positive pathogens R 
(mm)
gram-negative pathogens R 
(mm)
Shigella flexneri ATCC 9199 7 Listeria monocytogenes ATCC 
7644
15
Pseudomonas. aeruginosa 
ATCC 15442
9 S. aureus ATCC 6538 12
Salmonella enterica CIDCA 
101
5 Enterococcus faecalis ATCC 
29212
3
EHEC EDL933 5 Bacillus cereus ATCC 10876 <1
EHEC, enterohaemorragic Escherichia coli; R, width of clear zone around colony.
No inhibition (width of the clear zone around colony <2 mm); low inhibition capacity 
(width of the clear zone around colony between 2 and 5 mm); high inhibition capacity 
(width of clear zone around colony >6 mm).
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growth was observed in any of the used cultured media, thus no 
translocation of microorganisms to blood, spleen, or liver was 
observed.
Enterococcus durans EP1 Administration Increases 
sIgA in Feces
Total sIgA concentration was increased in mice stools after 
treatment with EP1. SIgA increases progressively throughout 
the treatment (Figure  3A). The average increment of secreted 
sIgA after 1  week of probiotic administration was of 0.7 times 
meanwhile increments of 3.2 and 5.75 relative to control group 
were observed after 2 and 3 weeks, respectively (Figure 3A).
Even though the increment of secreted sIgA was not signifi-
cantly increased after 7 days of EP1 administration, the number 
of IgA+ cells was significantly higher in MLN of treated mice than 
in control mice (Figure 3B). In contrast, this was not observed in 
Peyer’s Patches (Figure 3B).
Enterococcus durans EP1 Downregulates the 
Expression of Proinflammatory Molecules and 
Mucins in Ileum and Modifies Its Reactivity to LPS
The effect of E. durans EP1 administration on ileum gene expres-
sion was assessed after 7 and 21 days of treatment. The analysis 
of cytokines’ and chemokines’ expression showed a decrease 
in mRNA amounts of the proinflammatory molecules il6, il1b, 
il12p70, and tnf-a after 7 days, but no differences in expression 
after 21  days of administration (Figure  4A) were observed. 
Interestingly, mucin genes were also downregulated at the first 
week of probiotic treatment but after a longer administration 
period the expression of these molecules returned to the levels 
observed in control mice (Figure 4B).
Thereupon, we decided to assess ileum reactivity by cultur-
ing tissue sections in presence or absence of the proinflamma-
tory stimuli LPS. We observed that ileum sections from 21 days 
EP1 treated mice without any stimulation secreted lower 
quantities of IL-6 (Figure  4C) and higher amounts of IL-10 
(165 ±  57 vs 25 ±  12  pg/mL) than control mice. Moreover, 
LPS stimulation induced lower amounts of GM-CSF and IL-6 
in EP1 group (Figure 4C). Levels of IL-4, TNF-α, IL-17A, and 
IFN-γ were not modified after stimulation in either group (data 
not shown).
E. durans Reduces Proinflammatory Cytokines 
Levels and Mucins Expression in Colon and 
Increases IL-10 Secretion in Response to LPS 
Stimulation
EP1 consumption decreased il6, il1b, and cxcl-1 expression after 
7 days, and this downregulation was persistent for the first two 
genes after 21 days of probiotic treatment (Figure 5A). On the 
other hand, mucin-encoding genes showed a decreased expres-
sion after 1 and 3  weeks of EP1 administration (Figure  5B). 
Afterward, reactivity to LPS was assessed. As shown in Figure 5C, 
not stimulated colon explants from 21  days EP1-treated mice 
secreted lower amounts of IL6 and higher quantities of IL10 than 
control mice. In accordance, the proinflammatory stimuli LPS 
produced a lower increment of GM-CSF and IL-6 in EP1 group 
and a higher secretion of IL-10 (Figure 5C). As it was observed in 
ileum explants, levels of IL-4, TNF-α, IL-17A, and IFN-γ showed 
no changes after stimulation (data not shown).
E. durans Decreases the Expression of 
Proinflammatory Cytokines in MLN and PP
Since immune modulation was observed in ileum and colon 
from mice treated with EP1, we decided to evaluate the impact 
FigUre 4 | effect of eP1 administration on ileum. (a) Expression of cytokines and chemokines. (b) Expression of genes related with intestinal epithelial barrier 
function. (c) Cytokines in supernatants of 21 days treated ileum explants cultured for 48 h in the absence or presence of LPS. Results are expressed as mean ± SD 
(*p < 0.01).
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of probiotic administration in the induction sites MLN and PP. 
We observed that treatment with EP1 during 21 days decreased 
the expression of the proinflammatory molecules il1b, il6, ifng, 
and cxcl-1 only in PP while il-17 was reduced in both MLN and 
PP (Figure 6). This last result is particularly interesting since EP1 
not only decreased the expression of Th1 related genes but also 
Th17-related molecules.
EP1 Administration Increases F. prausnitzii Amount 
in Mice Stools
The impact of EP1 administration in fecal microbiota was 
assessed by qualitative (PCR-DGGE) and quantitative (qPCR) 
methods. The number of PCR-DGGE amplified bands can be 
related with microbial diversity. No significant differences were 
observed between control and EP1 mice (32 ±  3 vs 34 ±  4) 
indicating that the probiotic does not alter bacterial diversity in 
healthy conditions. However, the cluster analysis based on the 
Pearson product-moment correlation coefficient and UPGMA 
linkage allowed differentiation of the experimental groups in two 
clusters which indicates changes in the microbial community 
composition due to probiotic administration (Figure 7A).
The parameters initially evaluated by qPCR were total bacte-
rial load, Firmicutes/Bacteroidetes ratio, and Enterobacteriaceae 
quantities, particularly E. coli, since changes in these parameters 
are associated with non-healthy microbiota (46). In correlation 
with the results exposed previously in this work, no changes in 
the mentioned parameters were observed in mice treated with 
EP1. As expected, the quantitative methods revealed an incre-
ment in Enterococcus population (Figure  7B). Interestingly, an 
increment in the Gram-positive butyrate-producing bacterium 
FigUre 5 | effect of eP1 administration in colon. (a) Expression of cytokines and chemokines. (b) Expression of genes related with intestinal epithelial barrier 
function. (c) Cytokines in supernatants of 21 days treated colon explants cultured for 48 h in the absence or presence of LPS. Results are expressed as mean ± SD 
(*p < 0.01).
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F. prausnitzii belonging to Clostridium cluster IV, was detected in 
stools from EP1-treated mice (Figure 7B). No significant changes 
were observed in any other quantified population, not even in A. 
muciniphila which was perhaps expected to be affected due to 
the decrease in mucin expression in EP1-treated mice compared 
with controls.
DiscUssiOn
Enterococcus strains have been used as long time as effective 
probiotics but this bacterial group can also harbor pathogenic 
strains. In this context, it is indispensable to analyze the pres-
ence of virulence factors and antibiotic resistances. Generally, 
the frequency of pathogenic strains is higher in E. faecalis and 
E. faecium; however, some authors have retrieved occasionally E. 
durans isolates from foods or healthy children stools possessing 
virulence factors (8, 47). The strain that we selected, E. durans 
EP1, is in agreement with the requirements established by the 
EFSA (11). Furthermore, no deleterious effect was observed in 
mice that received EP1 for 21 days.
Adhesion to gastrointestinal mucus and epithelial cells has 
an important role in the probiotic effect and can be related to 
the immunomodulation properties (48). EP1 presents a moder-
ate adhesion to mucin and Caco-2 cells (around 6–8%) such 
as described for some Bifidobacteria and Lactobacillus strains 
(48–50). Interestingly, this property is not affected after gastroin-
testinal tract passage simulation.
In order to screen the immunomodulatory activity of the 
selected E. durans strains, we used PBMC from healthy donors 
and the results obtained were strain dependent. Considering the 
pro-inflammatory/anti-inflammatory cytokines ratio, the lower 
values were obtained for EP1 suggesting that this strain has better 
anti-inflammatory potentiality. In this sense, other authors have 
demonstrated the correlation between this ratio and the in vivo 
anti-inflammatory expected effect (42, 44, 51). In our in  vivo 
study, we also corroborate the predictive power of these ratios.
FigUre 7 | impact of treatment with eP1 for 21 days on fecal microbiota. (a) Total bacteria DGGE profiles and dendrogram of five mice from control group 
(C1–C5) and five from EP group (lanes EP1–EP5). Clustering analysis was performed using the UPGMA linkage. (b) qPCR quantification results for Firmicutes/
Bacteroidetes ratio, and total count for Enterococcus spp and Faecalibacterium prausnitzii (*p < 0.05).
FigUre 6 | gene expression in mucosal induction sites after 21 days of eP1 administration, (a) mesenteric lymph nodes (b) Peyer’s patches. Results 
are expressed as mean ± SD (*p < 0.05).
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Most of the studies performed to evaluate the effects of 
probiotics on the immune system use animal disease models. 
Of equal or higher interest is the study of immune modulation 
in healthy individuals as the knowledge acquired can be used to 
prevent specific pathologies or disease development (52–54). To 
gain insight in how E. durans EP1 modulates the immune system, 
healthy mice were treated orally with the strain for 21  days. 
After 1  week of probiotic treatment, expression of proinflam-
matory cytokines was downregulated in both ileum and colon. 
On the 21st day, expression levels of all the evaluated genes 
in ileum returned to those found in control mice meanwhile 
in colon proinflammatory cytokines were still downregulated. 
The differences in expression observed between tissues could 
be related to the presence of EP1 in each section of the gut 
or with modifications in the quantity and composition of the 
local microbiota as well as differences in the thickness of the 
mucus layer that may affect bacterial interaction with host’s cells 
(52, 55, 56). Similar results were obtained by Smelt et al. (52), 
who evaluated the impact of several Lactobacillus and observed 
distinct changes in lamina propia of small and large intestine 
of healthy mice.
Despite of the differences in mRNA quantities in ileum and 
colon after 21 days of treatment, a lower basal secretion of IL-6 
and a higher of IL-10 were observed in tissue explants from EP1-
treated mice. Moreover, EP1 showed significant anti-inflamma-
tory effect, as evidenced by the suppression of LPS-induced IL-6 
and GM-CSF levels in both tissues explants and upregulation of 
IL-10 amounts in colon. In accordance with these results, several 
proinflammatory cytokine genes were downregulated in PP and 
IL17 in MLN at day 21. The described findings suggest that this 
strain could have a positive effect on intestinal inflammation 
(44, 57). Even though the overall anti-inflammatory phenotype 
of EP1 is similar to that of Lactobacillus kefiri CIDCA 8348 
(same cytokine ratio after PBMC stimulation and similar anti-
inflammatory response of intestinal explants to LPS), there are 
differences in the mucosal response in  vivo. E. durans reduces 
IL-6 expression in colon which appears be concomitant with the 
decrease in the expression of genes involved in mucins produc-
tion. On the contrary, L. kefiri does not affect IL-6 expression 
and upregulates mucins genes [Ref. (42), see below]. These data 
further corroborate that mucosal immunity and homeostatic 
properties of probiotics are strain specific.
An important finding of the present study was that the 
administration of EP1 strain resulted in higher IgA content in 
feces. Fourteen days of probiotic treatment was sufficient to 
increase stools IgA levels five times, and after 21 days, the IgA 
level was increased near six times. Secretory IgA, the predomi-
nant immunoglobulin class in human external secretions, is a 
key element in the maintenance of gut microbiota homeostasis 
and in the protection of the mucosal epithelia against pathogens 
(58) and its induction has been described for other probiotic 
bacteria (59, 60). The production of sIgA decreases with age 
can lead to an increased risk of infection (61). In this context, 
Lefevre et  al. (62) showed that the consumption of a Bacillus 
subtilis probiotic (CU1) significantly increases intestinal and 
salivary sIgA in seniors helping a decreased the frequency of 
respiratory infections.
As a result of probiotic stimulation the IgA cycle can be 
induced and the number of IgA+ cells in mucosal sites distant 
to the intestine can be increased (63). We observed a significant 
augmentation in IgA-producing cells in the MLN of mice treated 
with the E. durans EP1. These results are in accordance with 
the effect observed in L. kefiri CIDCA 8348 that occasioned an 
increment in IgA+ B cells in MLN correlating with an increase 
of IgA in fecal samples (42). It is interesting to note that sIgA 
has a dual function, (i) preventing overgrowth of the gut micro-
biota and (ii) also minimizing its interactions with the mucosal 
immune system, diminishing the host’s reaction to its resident 
microbes (64).
Another important feature on mucosal physiology is the mucus 
layer. Mucins are the main component of the mucus layer and it 
has been described that their production could be modified by 
changes in host microbiota induced by diet changes, infections, 
probiotic, or antibiotic treatments (65–67). EP1 administration 
decreased the expression of mucins in both ileum and colon. The 
observed downregulation could be explained by a direct effect 
of E. durans EP1 on mucosa or as a result of changes induced 
in mice microbiota after probiotic treatment. The increment 
in Faecalibacterium prausnitzii is of interest since it has been 
described that it can modulate the effects of other bacteria on 
goblet cells and thus decrease mucus production and mucin 
glycosylation (68).
Even though it has been proposed that thinning of the mucus 
layer may increase contact between epithelial cells and bacteria 
present in the microbiota, augmenting the inflammatory tone 
of the intestine, this effect was not observed in this study. The 
fact that sIgA is increased in EP1 mice may be related with this 
observation since it has been described that microbiota are linked 
with sIgA to control intestinal homeostasis and that spatial segre-
gation of pathobionts from the intestinal wall occurs as a result of 
intraluminal agglutination in an extracellular matrix consisting 
of sIgA, polymeric immunoglobulin receptor, and epithelial 
cadherin (E-cadherin) proteins (64, 69). Moreover, increased 
expression of mucins is often associated with invasive bacteria 
and inflammatory conditions (70–72). In accordance with our 
results, Levkut et al. (73) observed that E. faecium administration 
to broilers induced a decrease in mucus layer density. Interestingly, 
the probiotic treatment exerted a protective effect when chickens 
were challenged with Salmonella.
It is known that an active dialog exists between the com-
mensal microorganisms and the host mucosal immune system 
(63, 74). Probiotics may help to maintain immune functions and 
mucosal homeostasis either by direct interaction with the host or 
indirectly by re-equilibrating or modulating the gut microbiota 
(75, 76). Enterococcus species are known to be great antimicrobial 
producers (17, 77), a good example was shown by Nami et al. (78) 
using the E. durans strain 6HL isolated from the vagina of heathy 
women. In this work, we observed that E. durans EP1 produces 
antimicrobials substances since it inhibits growth of several 
pathogens in vitro. These secreted substances can be implicated 
in microbiota modulation. Analysis of mice microbiota demon-
strated that EP1 administration increased F. prausnitzii, while 
all other tested populations remained unchanged. Unexpected 
was the preservation of A. muciniphila count since this bacteria 
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is a mucin-degrading member of the intestinal microbiota (79) 
and could have been affected by the decrease in mucin gene 
expression.
Faecalibacterium prausnitzii is one of the most abundant bac-
teria in the human gut ecosystem, and it is an important supplier 
of butyrate to the colonic epithelium (80). We hypothesized that 
F. prausnitzii resists better the antimicrobials molecules produced 
by EP1 than the other members of C. leptum group (cluster IV). 
Interesting, F. prausnitzii, a member of the human microbiota 
“core” is very important for intestinal homeostasis maintenance 
and is known to elicit strong anti-inflammatory responses. In fact, 
F. prausnitzii has been associated with longer remission periods 
in Crohn’s disease patients (80). Moreover, F. prausnitzii increases 
Treg cells counts in which suggests their therapeutic potential for 
the treatment of diseases associated with loss of tolerance (81). 
We presume that the increment of F. prausnitzii in mice treated 
with E. durans EP1 is involved in the anti-inflammatory effects 
observed in mice mucosa.
cOnclUsiOn
Enterococcus durans strain EP1, selected by the evaluation of 
pro-inflammatory/anti-inflammatory cytokines ratio in PBMC, 
has no virulence factors and has no deleterious effect on mice. We 
demonstrated that this strain is a strong sIgA inducer and possess 
anti-inflammatory properties, downregulating the expression 
of pro-inflammatory cytokines in the intestinal mucosa and 
inducing the secretion of IL-10. EP1 modulates gut microbiota 
increasing the anti-inflammatory bacteria F. prausnitzii that could 
be implicated also in the observed anti-inflammatory responses.
Thus, E. durans EP1 is not only a good candidate to increases 
F. prausnitzii in elderly population or other dysbiotic situations 
but also for gut inflammatory disorders therapy. We will continue 
the study of this strain in a mice model of inflammation in our 
laboratory.
aUThOr cOnTribUTiOns
PC contributed to the conception and design of the work, the 
acquisition, analysis and interpretation of the data, discussion, 
and writing of the manuscript. SR contributed to the conception 
and design of the work and to the acquisition of data. CJ and AE 
worked on the gene expression analysis and microbiota studies. 
MS helped analysing data and writing of the manuscript. MU 
coordinated the work, analysis of results, discussion, and writing 
of the manuscript. All the authors have approved the final version 
of the manuscript.
FUnDing
This study and supported by the region Aquitaine, Bordeaux 
Science Agro, Ministère de l’Agriculture Français and Agencia 
Nacional de Promoción Científica y Tecnológica (PICT 2012-
0910). PC and MS are members of the Carrera de Investigador 
Científico y Tecnológico of CONICET. SR, CJ, AE, and MU are 
researcher of Bordeaux Science Agro, Université de Bordeaux.
reFerences
1. Lebreton F, Willems RJL, Gilmore MS. Enterococcus diversity, origins in 
nature, and gut colonization. Enterococci: From Commensals to Leading 
Causes of Drug Resistant Infection. Boston: Massachusetts Eye and Ear 
Infirmary (2014). p. 1–59. Available at: http://www.ncbi.nlm.nih.gov/
pubmed/24649513
2. Foulquié Moreno MR, Sarantinopoulos P, Tsakalidou E, De Vuyst L. The 
role and application of enterococci in food and health. Int J Food Microbiol 
(2006) 106:1–24. doi:10.1016/j.ijfoodmicro.2005.06.026 
3. Morandi S, Silvetti T, Brasca M. Biotechnological and safety characterization 
of Enterococcus lactis, a recently described species of dairy origin. Antonie 
Van Leeuwenhoek (2013) 103:239–49. doi:10.1007/s10482-012-9806-z 
4. Fernández-Guerrero ML, Herrero L, Bellver M, Gadea I, Roblas RF, de 
Górgolas M. Nosocomial enterococcal endocarditis: a serious hazard for 
hospitalized patients with enterococcal bacteraemia. J Intern Med (2002) 
252:510–5. doi:10.1046/j.1365-2796.2002.01061.x 
5. Lee S-C, Wu M-S, Shih H-J, Huang S-H, Chiou M-J, See L-C, et  al. 
Identification of vancomycin-resistant enterococci clones and inter-hospi-
tal spread during an outbreak in Taiwan. BMC Infect Dis (2013) 13:163. 
doi:10.1186/1471-2334-13-163 
6. Peel T, Cheng AC, Spelman T, Huysmans M, Spelman D. Differing risk factors 
for vancomycin-resistant and vancomycin-sensitive enterococcal bacteraemia. 
Clin Microbiol Infect (2012) 18:388–94. doi:10.1111/j.1469-0691.2011.03591.x 
7. Semedo T, Almeida Santos M, Martins P, Silva Lopes MF, Figueiredo 
Marques JJ, Tenreiro R, et  al. Comparative study using type strains and 
clinical and food isolates to examine hemolytic activity and occurrence of the 
cyl operon in enterococci. J Clin Microbiol (2003) 41:2569–76. doi:10.1128/
JCM.41.6.2569-2576.2003 
8. Trivedi K, Cupakova S, Karpiskova R. Virulence factors and antibiotic 
resistance in enterococci isolated from food-stuffs. Vet Med (Praha) (2011) 
56:352–7. 
9. Sparo M, Urbizu L, Solana MV, Pourcel G, Delpech G, Confalonieri 
A, et  al. High-level resistance to gentamicin: genetic transfer between 
Enterococcus faecalis isolated from food of animal origin and human micro-
biota. Lett Appl Microbiol (2012) 54:119–25. doi:10.1111/j.1472-765X.2011. 
03182.x 
10. Gaggìa F, Mattarelli P, Biavati B. Probiotics and prebiotics in animal 
feeding for safe food production. Int J Food Microbiol (2010) 141:S15–28. 
doi:10.1016/j.ijfoodmicro.2010.02.031 
11. EFSA Panel on Additives and Products or Substances Used in Animal Feed 
(FEEDAP). Guidance on the safety assessment of Enterococcus faecium in 
animal. EFSA J (2012) 10:2682. doi:10.2903/j.efsa.2012.2682 
12. Zeyner A, Boldt E. Effects of a probiotic Enterococcus faecium strain 
supplemented from birth to weaning on diarrhoea patterns and per-
formance of piglets. J Anim Physiol Anim Nutr (Berl) (2006) 90:25–31. 
doi:10.1111/j.1439-0396.2005.00615.x 
13. Scharek L, Guth J, Reiter K, Weyrauch KD, Taras D, Schwerk P, et al. Influence 
of a probiotic Enterococcus faecium strain on development of the immune 
system of sows and piglets. Vet Immunol Immunopathol (2005) 105:151–61. 
doi:10.1016/j.vetimm.2004.12.022 
14. European Union. Annex: list of additives. European Union Register of Feed 
Additives Pursuant to Regulation (EC) No 1831/2003. Directorate D – Animal 
Health and Welfare, Unit D2 – Feed.
15. Taras D, Vahjen W, Macha M, Simon O. Performance, diarrhea incidence, 
and occurrence of Escherichia coli virulence genes during long-term adminis-
tration of a probiotic Enterococcus faecium strain to sows and piglets. J Anim 
Sci (2006) 84:608–17. doi:10.2527/2006.843608x 
16. Benyacoub J, Perez PF, Rochat F, Saudan KY, Reuteler G, Antille N, et  al. 
Enterococcus faecium SF68 enhances the immune response to Giardia 
intestinalis in mice. J Nutr (2005) 135:1171–6. 
17. Franz CMAP, Huch M, Abriouel H, Holzapfel W, Gálvez A. Enterococci as 
probiotics and their implications in food safety. Int J Food Microbiol (2011) 
151:125–40. doi:10.1016/j.ijfoodmicro.2011.08.014 
13
Carasi et al. Enterococcus durans as Immunobiotic
Frontiers in Immunology | www.frontiersin.org February 2017 | Volume 8 | Article 88
18. Bellomo G, Mangiagle A, Nicastro L, Frigerio G. A controlled double-blind 
study of SF68 strain as a new biological preparation for the treatment of 
diarrhoea in pediatrics. Curr Ther Res (1980) 28:927–36. 
19. Wunderlich PF, Braun L, Fumagalli I, D’Apuzzo V, Heim F, Karly M, 
et  al. Double-blind report on the efficacy of lactic acid-producing 
Enterococcus SF68 in the prevention of antibiotic-associated diarrhoea 
and in the treatment of acute diarrhoea. J Int Med Res (1989) 17:333–8. 
doi:10.1177/030006058901700405 
20. Agerholm-Larsen L, Raben A, Haulrik N, Hansen AS, Manders M, Astrup 
A. Effect of 8 week intake of probiotic milk products on risk factors for 
cardiovascular diseases. Eur J Clin Nutr (2000) 54:288–97. doi:10.1038/
sj.ejcn.1600937 
21. Hlivak P, Jahnova E, Odraska J, Ferencik M, Ebringer L, Mikes Z. Long-
term (56-week) oral administration of probiotic Enterococcus faecium M-74 
decreases the expression of sICAM-1 and monocyte CD54, and increases 
that of lymphocyte CD49d in humans. Bratisl Lek Listy (2005) 106:175–81. 
22. Stockert K, Schneider B, Porenta G, Rath R, Nissel H, Eichler I. Laser 
acupuncture and probiotics in school age children with asthma: a ran-
domized, placebo-controlled pilot study of therapy guided by principles of 
Traditional Chinese Medicine. Pediatr Allergy Immunol (2007) 18:160–6. 
doi:10.1111/j.1399-3038.2006.00493.x 
23. Habermann W, Zimmermann K, Skarabis H, Kunze R, Rusch V. Reduction 
of acute recurrence in patients with chronic recurrent hypertrophic 
sinusitis by treatment with a bacterial immunostimulant (Enterococcus 
faecalis Bacteriae of human origin). Arzneimittelforschung (2002) 52:622–7. 
doi:10.1055/s-0031-1299941
24. Gade J, Thorn F. Paraghurt for patients with irritable bowel syndrome: a 
controlled clinical investigation from general practice. Scand J Prim Health 
Care (1989) 7:23–6. doi:10.3109/02813438909103666 
25. Allen W, Linggood M, Porter P. Enterococcus organisms and their use as 
probiotics in alleviating irritable bowel syndrome symptoms. Euro Patent 
0508701 (B1) (1996):1–8.
26. Enck P, Zimmermann K, Menke G, Müller-lissner S, Martens U, Klosterhalfen 
S. A mixture of Escherichia coli (DSM 17252) and Enterococcus faecalis 
(DSM 16440) for treatment of the irritable bowel syndrome – a randomized 
controlled trial with primary care physicians. Neurogastroenterol Motil (2008) 
20:1103–9. doi:10.1111/j.1365-2982.2008.01156.x 
27. Kim YG, Moon JT, Lee KM, Chon NR, Park H. The effects of probiotics 
on symptoms of irritable bowel syndrome. Korean J Gastroenterol (2006) 
47:413–9. 
28. Tarasova E, Yermolenko E, Donets V, Sundukova Z, Bochkareva A, Borshev 
I, et  al. The influence of probiotic Enterococcus faecium strain L5 on the 
microbiota and cytokines expression in rats with dysbiosis induced by 
antibiotics. Benef Microbes (2010) 1:265–70. doi:10.3920/BM2010.0008 
29. Molina MA, Díaz AM, Hesse C, Ginter W, Gentilini MV, Nuñez GG, et al. 
Immunostimulatory effects triggered by Enterococcus faecalis CECT7121 
probiotic strain involve activation of dendritic cells and interferon-gamma 
production. PLoS One (2015) 10:e0127262. doi:10.1371/journal.pone.0127262 
30. Choi HJ, Shin MS, Lee SM, Lee WK. Immunomodulatory properties of 
Enterococcus faecium JWS 833 isolated from duck intestinal tract and 
suppression of Listeria monocytogenes infection. Microbiol Immunol (2012) 
56:613–20. doi:10.1111/j.1348-0421.2012.00486.x 
31. Avram-Hananel L, Stock J, Parlesak A, Bode C, Schwartz B. Enterococcus 
durans strain M4–5 isolated from human colonic flora attenuates intes-
tinal inflammation. Dis Colon Rectum (2010) 53:1676–86. doi:10.1007/
DCR.0b013e3181f4b148 
32. Kanda T, Nishida A, Ohno M, Imaeda H, Shimada T, Inatomi O, et  al. 
Enterococcus durans TN-3 induces regulatory t cells and suppresses the 
development of dextran sulfate sodium (DSS)-induced experimental colitis. 
PLoS One (2016) 11:e0159705. doi:10.1371/journal.pone.0159705 
33. Jackson C, Fedorka-Cray P, Barrett J. Use of a genus- and species-specific 
multiplex PCR for identification of enterococci. J Clin Microbiol (2004) 
42:3558–65. doi:10.1128/JCM.42.8.3558 
34. Carasi P, Jacquot C, Romanin DE, Elie A-M, De Antoni GL, Urdaci MC, 
et  al. Safety and potential beneficial properties of Enterococcus strains 
isolated from kefir. Int Dairy J (2014) 39:193–200. doi:10.1016/j.idairyj. 
2014.06.009 
35. Eaton TJ, Gasson MJ. Potential for genetic exchange between Enterococcus 
virulence determinants and molecular screening of food and medical 
isolates. Appl Environ Microbiol (2001) 67:1628–35. doi:10.1128/AEM.67. 
4.1628 
36. Nallapareddy SR, Singh KV, Okhuysen PC, Murray BE. A functional collagen 
adhesin gene, acm, in clinical isolates of Enterococcus faecium correlates with 
the recent success of this emerging nosocomial pathogen. Infect Immun 
(2008) 76:4110–9. doi:10.1128/IAI.00375-08 
37. Satake S, Clark N, Rimland D, Nolte FS, Tenover FC. Detection of 
 vancomycin-resistant enterococci in fecal samples by PCR. J Clin Microbiol 
(1997) 35:2325–30. 
38. Société Française de Microbiologie. Recommandations. In: Soussy CJ, editor. 
Comite de l´antibiogramme. Créteil (2012). p. 1–49.
39. International Organization for Standardization, European Committee for 
Standardization – Technical Committee CEN/TC 140. Reference methods for 
testing the in vitro activity of antimicrobial agents against bacteria involved 
in infectious diseases. ISO/FDIS 20776-1 Clinical Laboratory Testing and 
In  Vitro Diagnostic Test Systems – Susceptibility Testing of Infectious Agents 
and Evaluation of Performance of Antimicrobial Susceptibility Devices. (2007). 
p. 20.
40. Carasi P, Díaz M, Racedo SM, De Antoni G, Urdaci MC, Serradell MDLA. 
Safety characterization and antimicrobial properties of kefir-isolated 
Lactobacillus kefiri. Biomed Res Int (2014) 2014:1–7. doi:10.1155/2014/208974 
41. Minnaard J, Liévin-Le Moal V, Coconnier M-H, Servin AL, Pérez PF. 
Disassembly of F-actin cytoskeleton after interaction of Bacillus cereus 
with fully differentiated human intestinal Caco-2 cells. Infect Immun (2004) 
72:3106–12. doi:10.1128/IAI.72.5.3106 
42. Carasi P, Racedo SM, Jacquot C, Romanin DE, Serradell MA, Urdaci 
MC. Impact of kefir derived Lactobacillus kefiri on the mucosal 
immune response and gut microbiota. J Immunol Res (2015) 2015:1–12. 
doi:10.1155/2015/361604 
43. Weisburg WG, Barns SM, Pelletier D, Lane DJ. 16S ribosomal DNA ampli-
fication for phylogenetic study. J Bacteriol (1991) 173:697–703. doi:10.1128/
jb.173.2.697-703.1991 
44. Foligne B, Nutten S, Grangette C, Dennin V, Goudercourt D, Poiret S, et al. 
Correlation between in vitro and in vivo immunomodulatory properties of 
lactic acid bacteria. World J Gastroenterol (2007) 13:236–43. doi:10.3748/
wjg.v13.i2.236 
45. Jacobi CA, Grundler S, Hsieh C-J, Frick JS, Adam P, Lamprecht G, et  al. 
Quorum sensing in the probiotic bacterium Escherichia coli Nissle 1917 
(Mutaflor) – evidence that furanosyl borate diester (AI-2) is influencing the 
cytokine expression in the DSS colitis mouse model. Gut Pathog (2012) 4:8. 
doi:10.1186/1757-4749-4-8 
46. Guinane CM, Cotter PD. Role of the gut microbiota in health and chronic 
gastrointestinal disease: understanding a hidden metabolic organ. Therap Adv 
Gastroenterol (2013) 6:295–308. doi:10.1177/1756283X13482996 
47. Zhang F, Jiang M, Wan C, Chen X, Chen X, Tao X, et al. Screening probiotic 
strains for safety: evaluation of virulence and antimicrobial susceptibility of 
enterococci from healthy Chinese infants. J Dairy Sci (2016) 99:4282–90. 
doi:10.3168/jds.2015-10690 
48. Tallon R, Arias S, Bressollier P, Urdaci MC. Strain- and matrix-de-
pendent adhesion of Lactobacillus plantarum is mediated by protein-
aceous bacterial compounds. J Appl Microbiol (2007) 102:442–51. 
doi:10.1111/j.1365-2672.2006.03086.x 
49. Moroni O, Kheadr E, Boutin Y, Lacroix C, Fliss I. Inactivation of adhesion 
and invasion of food-borne Listeria monocytogenes by bacteriocin-producing 
Bifidobacterium strains of human origin. Appl Environ Microbiol (2006) 
72:6894–901. doi:10.1128/AEM.00928-06 
50. Ouwehand AC, Tölkkö S, Kulmala J, Salminen S, Salminen E. Adhesion of 
inactivated probiotic strains to intestinal mucus. Lett Appl Microbiol (2000) 
31:82–6. doi:10.1046/j.1472-765x.2000.00773.x 
51. Mileti E, Matteoli G, Iliev ID, Rescigno M. Comparison of the immuno-
modulatory properties of three probiotic strains of lactobacilli using complex 
culture systems: prediction for in  vivo efficacy. PLoS One (2009) 4:e7056. 
doi:10.1371/journal.pone.0007056 
52. Smelt MJ, de Haan BJ, Bron PA, van Swam I, Meijerink M, Wells JM, et al. 
Probiotics can generate FoxP3 T-cell responses in the small intestine and 
14
Carasi et al. Enterococcus durans as Immunobiotic
Frontiers in Immunology | www.frontiersin.org February 2017 | Volume 8 | Article 88
simultaneously inducing CD4 and CD8 T cell activation in the large intestine. 
PLoS One (2013) 8:e68952. doi:10.1371/journal.pone.0068952 
53. Smelt MJ, de Haan BJ, Bron PA, van Swam I, Meijerink M, Wells JM, et al. 
L. plantarum, L. salivarius, and L. lactis attenuate Th2 responses and increase 
Treg frequencies in healthy mice in a strain dependent manner. PLoS One 
(2012) 7:e47244. doi:10.1371/journal.pone.0047244 
54. Yang HY, Liu SL, Ibrahim SA, Zhao L, Jiang JL, Sun WF, et  al. Oral 
administration of live Bifidobacterium substrains isolated from healthy 
centenarians enhanced immune function in BALB/c mice. Nutr Res (2009) 
29:281–9. doi:10.1016/j.nutres.2009.03.010 
55. Linden SK, Sutton P, Karlsson NG, Korolik V, McGuckin MA. Mucins in the 
mucosal barrier to infection. Mucosal Immunol (2008) 1:183–97. doi:10.1038/
mi.2008.5 
56. Hakansson A, Molin G. Gut microbiota and inflammation. Nutrients (2011) 
3:637–82. doi:10.3390/nu3060637 
57. Zakostelska Z, Kverka M, Klimesova K, Rossmann P, Mrazek J, Kopecny 
J, et  al. Lysate of probiotic Lactobacillus casei DN-114 001 ameliorates 
colitis by strengthening the gut barrier function and changing the gut 
microenvironment. PLoS One (2011) 6:e27961. doi:10.1371/journal.pone. 
0027961 
58. Ohland CL, Macnaughton WK. Probiotic bacteria and intestinal epithelial 
barrier function. Am J Physiol Gastrointest Liver Physiol (2010) 298:G807–19. 
doi:10.1152/ajpgi.00243.2009 
59. Dogi CA, Galdeano CM, Perdigón G. Gut immune stimulation by non 
pathogenic Gram(+) and Gram(-) bacteria. Comparison with a probiotic 
strain. Cytokine (2008) 41:223–31. doi:10.1016/j.cyto.2007.11.014 
60. Maldonado Galdeano C, Perdigon G. The probiotic bacterium Lactobacillus 
casei induces activation of the gut mucosal immune system through innate 
immunity. Clin Vaccine Immunol (2006) 13:219–26. doi:10.1128/CVI. 
13.2.219 
61. Panda A, Arjona A, Sapey E, Bai F, Fikrig E, Montgomery RR, et  al. 
Human innate immunosenescence: causes and consequences for immu-
nity in old age. Trends Immunol (2009) 30:325–33. doi:10.1016/j.it.2009. 
05.004 
62. Lefevre M, Racedo SM, Ripert G, Housez B, Cazaubiel M, Maudet C, et al. 
Probiotic strain Bacillus subtilis CU1 stimulates immune system of elderly 
during common infectious disease period: a randomized, double-blind 
placebo-controlled study. Immun Ageing (2015) 12:24. doi:10.1186/
s12979-015-0051-y 
63. Maldonado Galdeano C, De Moreno De Leblanc A, Vinderola G, Bibas 
Bonet ME, Perdigón G. Proposed model: mechanisms of immunomodulation 
induced by probiotic bacteria. Clin Vaccine Immunol (2007) 14:485–92. 
doi:10.1128/CVI.00406-06 
64. Peterson DA, McNulty NP, Guruge JL, Gordon JI. IgA response to symbiotic 
bacteria as a mediator of gut homeostasis. Cell Host Microbe (2007) 2:328–39. 
doi:10.1016/j.chom.2007.09.013 
65. Mcguckin MA, Lindén SK, Sutton P, Florin TH. Mucin dynamics and 
enteric pathogens. Nat Rev Microbiol (2011) 9:265–78. doi:10.1038/ 
nrmicro2538 
66. Jakobsson HE, Rodríguez-Piñeiro AM, Schütte A, Ermund A, Boysen P, 
Bemark M, et  al. The composition of the gut microbiota shapes the colon 
mucus barrier. EMBO Rep (2015) 16:164–77. doi:10.15252/embr 
67. Wlodarska M, Willing B, Keeney KM, Menendez A, Bergstrom KS, Gill N, 
et  al. Antibiotic treatment alters the colonic mucus layer and predisposes 
the host to exacerbated Citrobacter rodentium-induced colitis. Infect Immun 
(2011) 79:1536–45. doi:10.1128/IAI.01104-10 
68. Wrzosek L, Miquel S, Noordine M-L, Bouet S, Joncquel Chevalier-Curt M, 
Robert V, et al. Bacteroides thetaiotaomicron and Faecalibacterium prausnitzii 
influence the production of mucus glycans and the development of goblet 
cells in the colonic epithelium of a gnotobiotic model rodent. BMC Biol 
(2013) 11:61. doi:10.1186/1741-7007-11-61 
69. Hendrickx APA, Top J, Bayjanov JR, Kemperman H, Rogers MRC, Paganelli 
FL, et  al. Antibiotic-driven dysbiosis mediates intraluminal agglutination 
and alternative segregation of Enterococcus faecium from the intestinal 
epithelium. MBio (2015) 6:1–11. doi:10.1128/mBio.01346-15 
70. Dharmani P, Strauss J, Ambrose C, Allen-Vercoe E, Chadee K. Fusobacterium 
nucleatum infection of colonic cells stimulates MUC2 mucin and tumor 
necrosis factor alpha. Infect Immun (2011) 79:2597–607. doi:10.1128/
IAI.05118-11 
71. Lindén SK, Florin THJ, McGuckin MA. Mucin dynamics in intestinal 
bacterial infection. PLoS One (2008) 3:e3952. doi:10.1371/journal.pone. 
0003952 
72. Kober OI, Ahl D, Pin C, Holm L, Carding SR, Juge N. γδ T-cell-deficient 
mice show alterations in mucin expression, glycosylation, and goblet cells 
but maintain an intact mucus layer. Am J Physiol (2014) 306:G582–93. 
doi:10.1152/ajpgi.00218.2013 
73. Levkut MM, Revajová V, Lauková A, Ševčíková Z, Spišáková V, Faixová 
Z, et  al. Leukocytic responses and intestinal mucin dynamics of broilers 
protected with Enterococcus faecium EF55 and challenged with Salmonella 
enteritidis. Res Vet Sci (2012) 93:195–201. doi:10.1016/j.rvsc.2011.06.021 
74. Mazmanian SK, Lee YK. Interplay between intestinal microbiota and host 
immune system. J Bacteriol Virol (2014) 44:1. doi:10.4167/jbv.2014.44.1.1 
75. Collado MC, Isolauri E, Salminen S. Specific probiotic strains and their 
combinations counteract adhesion of Enterobacter sakazakii to intestinal 
mucus. FEMS Microbiol Lett (2008) 285:58–64. doi:10.1111/j.1574-6968.2008. 
01211.x 
76. Hemarajata P, Versalovic J. Effects of probiotics on gut microbiota: mecha-
nisms of intestinal immunomodulation and neuromodulation. Therap Adv 
Gastroenterol (2013) 6:39–51. doi:10.1177/1756283X12459294 
77. Nes IF, Diep DB, Holo H. Bacteriocin diversity in Streptococcus and 
Enterococcus. J Bacteriol (2007) 189:1189–98. doi:10.1128/JB.01254-06 
78. Nami Y, Abdullah N, Haghshenas B, Radiah D, Rosli R, Yari Khosroushahi 
A. A newly isolated probiotic Enterococcus faecalis strain from vagina 
microbiota enhances apoptosis of human cancer cells. J Appl Microbiol (2014) 
117:498–508. doi:10.1111/jam.12531 
79. Wang L, Christophersen CT, Sorich MJ, Gerber JP, Angley MT, Conlon 
MA. Low relative abundances of the mucolytic bacterium Akkermansia 
muciniphila and Bifidobacterium spp. in feces of children with autism. Appl 
Environ Microbiol (2011) 77:6718–21. doi:10.1128/AEM.05212-11 
80. Sokol H, Pigneur B, Watterlot L, Lakhdari O, Bermudez-Humaran LG, 
Gratadoux J-J, et  al. Faecalibacterium prausnitzii is an anti-inflammatory 
commensal bacterium identified by gut microbiota analysis of Crohn dis-
ease patients. Proc Natl Acad Sci U S A (2008) 105:16731–6. doi:10.1073/
pnas.0804812105 
81. Atarashi K, Honda K. Microbiota in autoimmunity and tolerance. Curr Opin 
Immunol (2011) 23:761–8. doi:10.1016/j.coi.2011.11.002 
Conflict of Interest Statement: The authors declare that the research was con-
ducted in the absence of any commercial or financial relationships that could 
be construed as a potential conflict of interest.
The reviewer SS and handling Editor declared their shared affiliation, and the 
handling Editor states that the process nevertheless met the standards of a fair 
and objective review.
Copyright © 2017 Carasi, Racedo, Jacquot, Elie, Serradell and Urdaci. This is 
an open-access article distributed under the terms of the Creative Commons 
Attribution License (CC BY). The use, distribution or reproduction in other forums 
is permitted, provided the original author(s) or licensor are credited and that the 
original publication in this journal is cited, in accordance with accepted academic 
practice. No use, distribution or reproduction is permitted which does not comply 
with these terms.
